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Abstract
Background:  Parthenolide, a major sesquiterpene lactone present in extracts of the herb
Feverfew, has been investigated for its inhibitory effects on mediators of inflammation, including the
proinflammatory cytokines. Although parthenolide's anti-inflammatory effects have been
investigated in vitro, little in vivo data are available. Moreover, the molecular mechanisms for these
inhibitory effects are not fully understood. The objective of this study was to test the hypothesis
that parthenolide suppresses lipopolysaccharide (LPS)-induced serum (interleukin) IL-6, tumor
necrosis factor (TNF)-α, IL-1β and cyclooxygenase (COX)-2 expression in mice as indicated by
reduced splenic and liver mRNA levels.
Methods: Mice were co-treated i.p. with LPS (1 mg/kg bw) and parthenolide (5 mg/kg bw) and
blood, spleen and liver collected. Serum was analyzed for IL-6, TNF-α and IL-1β by ELISA. Total
RNA was extracted from spleen and liver, and real-time RT-PCR was used to determine relative
mRNA expression of IL-1β, IL-6, TNF-α and COX-2.
Results: LPS induced increases in serum IL-6 and TNF-α concentrations with only IL-6 being
suppressed in parthenolide-treated mice. Induction of IL-6 mRNA was reduced, TNF-α and COX-
2 mRNAs unchanged, and IL-1β mRNA increased in spleens of parthenolide plus LPS co-treated
animals compared to LPS-only. No significant differences were observed in inflammatory gene
expression between these two groups in liver samples. Overall, mRNA expression of each
proinflammatory gene was much higher in spleen when compared to liver.
Conclusion: In summary, only one gene, IL-6, was modestly suppressed by parthenolide co-
exposure which contrasts with many in vitro studies suggesting anti-inflammatory effects of this
compound. Also, LPS evoked greater effects in spleen than liver on expression of proinflammatory
genes. Further study of the effects of parthenolide and other herbal constituents on inflammatory
gene expression using model animal systems as described here are critical to evaluating efficacy of
such supplements as well as elucidating their mechanisms of action.
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Background
Parthenolide, the major sesquiterpene lactone derived
from the feverfew extract (Tanacetum parthenium), has
been studied for its inhibitory effects on inflammation in
cell culture and, to a limited extent, in live animals. This
constituent has been shown to attenuate a variety of
inflammatory endpoints [1-12]. Recent attention has
turned to the determination of the molecular mechanisms
by which parthenolide imparts its effects on inflammatory
responses.
Investigations of the anti-inflammatory properties of par-
thenolide, and feverfew have focused on suppression of
primary inflammatory endpoints such as platelet aggrega-
tion [1] and carrageenan-induced mouse [2] and rat [3]
paw edema. Additional studies have evaluated partheno-
lide's inhibitory effect on inflammatory mediators includ-
ing activity and expression of cyclooxygenase (COX)
[4,5], generation of prostaglandins [6,7], and leukotrienes
(LT) [4] and expression of proinflammatory cytokines
[5,8]. Most recently, the compound was found to inhibit
activation of transcription factor nuclear factor (NF)-κB
[9-12].
Previous research in our laboratory focused on the inhib-
itory effects of parthenolide on lipopolysaccharide (LPS)-
induced proinflammatory cytokine production in the
supernatant of murine cell culture and sera of animals
[13]. The data showed that parthenolide impairs LPS-
induced tumor necrosis factor (TNF)-α and interleukin
(IL)-6 upregulation in culture and in sera of animals when
parthenolide was administered via i.p. injection.
Although protein levels of LPS-induced proinflammatory
cytokines are reportedly reduced by parthenolide treat-
ment, there are limited data evaluating the effect of par-
thenolide on mRNA expression of these cytokines. Hwang
et al. [5] showed that parthenolide suppresses LPS-
induced steady state levels of TNF-α and IL-1β mRNA in
cell culture. Parthenolide had no inhibitory effect on IL-6
mRNA levels in LPS-stimulated macrophages, but did
attenuate IL-12 p40 and p35 mRNA expression [14] as
well as the chemokine IL-8 in cultured human respiratory
epithelium [15].
Parthenolide's effects on specific cytokine gene expression
have been documented in vitro, but, to our knowledge,
few data are available regarding effects on mRNA expres-
sion of cytokines or other inflammatory genes such as
COX-2 in vivo. This is an important consideration
because absorption, distribution and metabolism of this
compound will likely impact how it affects inflammation
in the host. The objective of this study was to test the
hypothesis that parthenolide-induced suppression of
serum LPS-induced IL-6 and TNF-α correlate with reduced
mRNA levels for these genes, and other related proinflam-
matory genes, in the spleen and liver which are tissues
well-known to express IL1β, IL-6, TNF-α and COX-2.
Additionally, we sought to determine whether differences
in expression levels of each gene existed between the
spleen and liver. These organs contain macrophages and
other cell types capable of responding to LPS and other
inflammatory stimuli.
Methods
Chemicals
All chemicals were purchased from Sigma Chemical Co.
(St. Louis, MO) unless otherwise noted. Parthenolide
(Calbiochem, San Diego, CA) was dissolved in tissue cul-
ture grade dimethyl sulfoxide (DMSO). Lipopolysaccha-
ride (LPS) from Salmonella typhimurium [1.5 EU/ng LPS;
Stimulation index (SI) 3.6 @15.6 µg/ml LPS] was dis-
solved in endotoxin-free tissue culture grade water.
Experimental design
All animal handling was conducted in accordance with
guidelines established by the National Institutes of
Health. Experiments were designed to minimize the num-
bers of animals used. Female B6C3F1 mice (8–10 weeks)
were obtained from Charles River (Portage, MI). Animals
were housed 3 or 4 per cage with a 12 h light/dark cycle,
provided standard rodent chow and water ad libitum, and
acclimated to their environment at least one week before
the start of experiments.
Chow and water were removed from cages one hour prior
to the start of each experiment. Mice were co-treated with
5 mg/kg, i.p. (in 50 µl DMSO) parthenolide and 1 mg/kg,
i.p. LPS (in 100 µl water). This parthenolide dose was
selected based on solubility limitations and because it was
the lowest dose to show consistent inhibition of IL-6 and
TNF-α elevation in four preliminary studies using doses at
0.05, 0.5, 1, 5 and 10 mg/kg. Vehicle-treated mice received
50 µl DMSO, i.p. and 100 µl water, i.p. Parthenolide con-
trol animals received parthenolide 5 mg/kg, i.p. and 100
µl water, i.p. After 90 minutes, blood was collected by
retro-orbital bleeding under methoxyflurane anesthesia.
Animals were then immediately euthanized by cervical
dislocation and spleen and liver were collected. The time
interval was chosen based on preliminary studies of LPS
induction in expression of the four target genes. This
euthanasia method was chosen to minimize artifactual
immunologic effects [16] and was approved by MSU All
University Committee on Animal Research and Care.
Serum IL-6, TNF-α, and IL-1β determination by ELISA
Blood was allowed to clot overnight at 4°C. Serum was
analyzed for IL-6, TNF-α and IL-1β by ELISA. IL-6 analysis
was performed using purified and biotin-conjugated rat
anti-mouse IL-6 antibodies from PharMingen (San Diego,Journal of Inflammation 2005, 2:6 http://www.journal-inflammation.com/content/2/1/6
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CA) as described previously [13]. Streptavidin-peroxidase
(Sigma) and 3,3',5,5'-tetramethylbenzidine (TMB, Fluka,
Ronkonkoma, NY) were used for detection. Absorbance
was read at 450 nm using a Vmax™ Kinetic Microplate
Reader (Molecular Devices, Menlo Park, CA). For TNF-α
analysis the OptEIA Set: Mouse TNF-α (Mono/Poly) kit
was employed (PharMingen). For IL-1β analysis, a Duo-
Set® ELISA (R&D Systems, Minneapolis, MN) was used.
The sensitivity of all three ELISAs was 20 pg/ml.
Total RNA extraction from spleen and liver
Spleens and livers were cut into small pieces and placed
into TRIzol®  Reagent (Invitrogen Life Technologies,
Carlsburg, CA). Samples were homogenized for 30 sec-
onds at setting 8 using a Polytron® Homogenizer (Brink-
mann, Westbury, NY) and RNA extractions were
completed according to manufacturer's instructions. Total
RNA was quantified at 260 nm using a GeneQuant RNA/
DNA Calculator (Pharmacia Biotech, Cambridge,
England).
mRNA quantification from spleen and liver
Relative IL-6, TNF-α, IL-1β and COX-2 mRNA levels were
determined according to manufacturer's instructions
using TaqMan ®  real-time reverse transcription (RT)-
polymerase chain reaction (PCR), ABI Prism®  7700
Sequence Detection System (Applied Biosystems, Foster
City, CA) and Applied Biosystems reagents unless indi-
cated otherwise. The RT-PCR reaction was carried out in a
total reaction volume of 25 µl containing: 1) RNase-free
water (Sigma) to 25 µl; 2) 12.5 µl TaqMan® One-Step RT-
PCR Master Mix Reagent; 3) 1.25 µl either IL-6, TNF-α or
IL-1β Pre-Developed Assay Reagent (primer and probe
sets); 4) 1.25 µl 18S rRNA Pre-Developed Assay Reagent;
5) 50 ng total RNA in RNase-free water and 6) 0.63 µl
MultiScribe and RNase Inhibitor Mix. COX-2 mRNA was
similarly analyzed using forward 5'-CAGAAC CGCATT
GCCTCTG-3' and reverse 3'-AGCTGTACTCCTGGTCT-
TCAATGTT-5' primers (900 nM each) (Michigan State
University Genomics Facility, East Lansing, MI) and probe
6FAM-CAACACACTCTATCACTGGCACCCCCTG-TAMRA
(250 nM) designed using Primer Express™ software
(Applera Corporation, Norwalk, CT). All samples were
multiplexed with 18S rRNA which served as an endog-
enous reference for cytokine mRNA normalization. All
samples were assayed in duplicate and serial dilutions of
standard (total RNA from LPS-treated mouse spleen) in
triplicate. No template control and no RT negative control
reactions were also performed. Reaction conditions were:
48°C for 30 min; 95°C for 10 min; and 40 cycles of 95°C
for 10 seconds and 60°C for 1 min.
Statistics
All statistical analyses were performed using SigmaStat
Statistical Analysis Software (Jandel Scientific, San Rafael,
CA). For comparison of two groups, a Student's t-test was
used. For comparisons of multiple groups using paramet-
ric data, one-way analysis of variance (ANOVA) using Stu-
dent-Newman-Keuls Method for all pairwise multiple
comparisons was performed.
Results
Parthenolide co-treatment in vivo inhibits LPS-induced IL-
6 protein production in serum
In order to determine the systemic effect of parthenolide
co-treatment on LPS-induced IL-6 production, mice were
treated with parthenolide (5 mg/kg, i.p.) and LPS (1 mg/
kg, i.p.) for 90 minutes. Blood was collected and serum
analyzed for IL-6. Animals treated with LPS alone pro-
duced 26 ± 2.6 ng/ml of IL-6 (Fig. 1). Serum concentra-
tions of IL-6 were not detectable in vehicle and
parthenolide control animals. Co-treatment with parthe-
nolide caused a 35 percent reduction in LPS-induced IL-6
IL-6 protein production in sera following parthenolide and  LPS co-treatment Figure 1
IL-6 protein production in sera following parthenolide and 
LPS co-treatment. Female B6C3F1 mice were co-treated with 
parthenolide (5 mg/kg, i.p.) or 50 µl DMSO and LPS (1 mg/kg, 
i.p.) or 100 µl water. After 90 minutes, blood was collected 
and serum analyzed for IL-6 by ELISA. The letter (a) indicates 
a significant difference compared to vehicle and parthenolide 
controls; (b) indicates a significant difference compared to 
LPS. Data are mean ± SEM (n = 16, controls n = 4), and is a 
combination of 4 separate experiments.Journal of Inflammation 2005, 2:6 http://www.journal-inflammation.com/content/2/1/6
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production compared to animals treated with LPS alone
(P < 0.05).
Parthenolide co-treatment in vivo impairs LPS-induced IL-
6 mRNA expression in spleen but not liver
Relative IL-6 mRNA expression in the spleen and liver of
co-treated animals was also determined by real-time RT-
PCR. IL-6 mRNA expression was significantly induced in
spleen 239 ± 19-fold spleen control) and liver (117 ± 18-
fold liver control) (Fig. 2). IL-6 expression in vehicle and
parthenolide control animals was negligible in both
spleen and liver samples. Splenic IL-6 mRNA levels of par-
thenolide and LPS co-treated animals (191 ± 12-fold) was
20 percent less than compared to spleens from LPS-only
treated animals (p < 0.05), but not significantly different
in liver (P < 0.05). Overall, IL-6 mRNA expression in
spleen was 2.8-fold higher than the liver in LPS-treated
animals, and was 1.4-fold higher in the spleen of animals
receiving LPS plus parthenolide co-treatment compared to
that of the liver.
Parthenolide co-treatment in vivo does not inhibit LPS-
induced TNF-α protein production in serum
LPS-treated animals exhibited significantly increased TNF-
α concentration (2.50 ± 0.27 ng/ml) in sera compared to
both vehicle and parthenolide control animals (Fig. 3).
TNF-α was not detectable in either control group. TNF-α
concentrations in animals co-treated with parthenolide
plus LPS (2.11 ± 0.26 ng/ml) were not significantly differ-
ent from LPS-only treated animals (P < 0.05) although
there was a downward trend.
Parthenolide co-treatment in vivo does not affect LPS-
induced TNF-α mRNA in spleen and liver
TNF-α mRNA was also increased in the spleen (4.84 ± 1.4-
fold) and liver (2.33 ± 0.71-fold) of LPS-treated animals
over controls. In both the spleen and liver there were no
differences in TNF-α mRNA expression between LPS-
treated and LPS plus parthenolide-treated mice (Fig. 4) (P
< 0.05). In fact, there was no statistical differences among
any of the groups evaluated in this study (P < 0.05). LPS-
induced splenic TNF-α mRNA levels were considerably
higher (14-fold) than those in the liver.
Parthenolide co-treatment in vivo elevates LPS-induced IL-
1β mRNA in spleen but not liver
Serum IL-1β was not detectable in any of the groups
tested. However, IL-1β mRNA expression was significantly
IL-6 mRNA expression levels in spleen and liver following  parthenolide and LPS co-treatment Figure 2
IL-6 mRNA expression levels in spleen and liver following 
parthenolide and LPS co-treatment. Female B6C3F1 mice 
were co-treated with parthenolide (5 mg/kg, i.p.) or 50 µl 
DMSO and LPS (1 mg/kg, i.p.) or 100 µl water. Spleen and 
liver were collected after 90 minutes and total RNA was 
extracted and subjected to real-time, one-step RT-PCR using 
TaqMan primers and probes. IL-6 mRNA levels were normal-
ized using 18S rRNA and related to spleen control values. (a) 
indicates a significant difference compared to vehicle and par-
thenolide controls; (b) indicates a significant difference com-
pared to LPS. Data are mean ± SEM (n = 16, controls n = 4), 
and is a combination of 4 separate experiments.
TNF-α protein production in sera following parthenolide and  LPS co-treatment Figure 3
TNF-α protein production in sera following parthenolide and 
LPS co-treatment. Mice were treated and sera analyzed for 
TNF-α as described in Fig. 1 legend. The letter (a) indicates a 
significant difference compared to vehicle and parthenolide 
controls. Data are mean ± SEM (n = 16, controls n = 4), and 
is a combination of 4 separate experiments.Journal of Inflammation 2005, 2:6 http://www.journal-inflammation.com/content/2/1/6
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elevated in spleen (16.01 ± 1.45-fold) and liver (62.2 ±
7.43-fold) of LPS-only treated animals in comparison to
vehicle and parthenolide control animals (Fig. 5). The
level of IL-1β mRNA in spleen and liver of vehicle and par-
thenolide control animals was negligible. In the spleens of
co-treated animals, there was a significant (p < 0.05)
increase in IL-1β mRNA (21.48 ± 6.91-fold) compared to
LPS-only treated animals. IL-1β mRNA expression was
3.2-fold higher in spleen of LPS-only treated animals, and
4.5-fold higher in LPS plus parthenolide co-treated ani-
mals, when compared to expression levels of the liver.
Parthenolide co-treatment in vivo does not affect LPS-
induced COX-2 mRNA in spleen and liver
Relative COX-2 mRNA expression was assessed in the
spleen and liver of parthenolide plus LPS co-treated ani-
mals. COX-2 mRNA expression was markedly induced in
the spleen of LPS treated animals (44.8 ± 5.0-fold over
control) and increased to a lesser extent in liver (4.6 ± 0.9)
(Fig. 6). In both spleen and liver samples there were no
significant differences in COX-2 mRNA expression
between LPS-treated and LPS plus parthenolide-treated
mice (P < 0.05). Overall, COX-2 mRNA expression levels
were 15.6- and 14.2-fold higher in spleen of LPS-treated
mice and parthenolide plus LPS-treated mice, respec-
tively, when compared to expression levels observed in
liver.
Discussion
Parthenolide has been demonstrated to inhibit inflamma-
tory gene expression in vitro (4–8, 13). The results of this
study are important because it is the first, to our knowl-
edge, to evaluate parthenolide's effect on inflammatory
gene expression in two primary sites of the LPS response –
the spleen and the liver. The data indicate that protein
concentrations in serum followed a similar trend to
splenic mRNA accumulation for IL-6 in LPS and parthe-
nolide/LPS co-treated mice. However protein and splenic
mRNA levels were not consistent with liver samples. The
mRNA levels of each inflammation-related gene in the
liver was not changed, irrespective of parthenolide co-
treatment, when compared to LPS alone.
There is a marked contrast between the robust attenuation
by parthenolide of proinflammatory gene expression
reported in vitro (4–12, 15) and the small responses
reported in animals here and previously (13). It is possi-
ble that in the whole animal the kinetics absorption,
metabolism and distribution and clearance of partheno-
lide preclude sufficient contact time in target immune tis-
sue to evoke potent attenuation of LPS response. These
TNF-α mRNA expression levels in spleen and liver following  parthenolide and LPS co-treatment Figure 4
TNF-α mRNA expression levels in spleen and liver following 
parthenolide and LPS co-treatment. Mice were treated and 
analyzed for TNF-α mRNA described in Fig. 2 legend. TNF-α 
mRNA levels were normalized using 18S rRNA and related 
to spleen control values. Data are mean ± SEM (n = 16, con-
trols n = 4), and is a combination of 4 separate experiments.
IL-1β mRNA expression levels in spleen and liver following  parthenolide and LPS co-treatment Figure 5
IL-1β mRNA expression levels in spleen and liver following 
parthenolide and LPS co-treatment. Mice were treated and 
analyzed for IL-1β mRNA as described in Fig. 2 legend. The 
letter (a) indicates a significant difference compared to vehi-
cle and parthenolide controls; (b) indicates a significant dif-
ference compared to LPS. Data are mean ± SEM (n = 16, 
controls n = 4), and is a combination of 4 separate 
experiments.Journal of Inflammation 2005, 2:6 http://www.journal-inflammation.com/content/2/1/6
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factors must be considered when attempting to extrapo-
late an in vitro effect of an herbal compound to the in vivo
situation.
Serum IL-6, but not TNF-α, was significantly reduced fol-
lowing co-treatment with parthenolide (5 mg/kg, i.p.)
and LPS (1 mg/kg, i.p.) compared to animals receiving
LPS alone. Similarly, IL-6 mRNA concentration in the
spleens of co-treated animals was significantly reduced,
whereas splenic TNF-α mRNA, and COX-2, were not
changed as compared to LPS- treated animals. In contrast,
the level of IL-1β mRNA in the spleen was significantly
elevated in co-treated mice but no effects were observed in
the liver. Serum IL-1β were also evaluated, but levels were
below the limit of detection in all treatment groups (data
not shown). Absence of serum IL-1β might result from
delay in translation/secretion of the protein after tran-
scription, receptor binding or degradation. Regardless of
the cause, comparisons could not be made between pro-
tein production and mRNA expression for IL-1β in this
study.
The observed mRNA expression levels of the proinflam-
matory cytokines and COX-2 might be higher in spleen
than liver because of inherent phagocytic capacities of the
macrophage cell populations within each organ. In the
spleen, macrophages play key roles in phagocytosis, espe-
cially of nonopsonized particles, whereas the macrophage
of the liver, Kupffer cells, play a major role in the removal
of opsonized particles [17]. Soluble LPS injected i.p.,
might not become opsonized since it is not a particulate
and therefore may be preferentially processed in the
spleen rather than liver. This may account, at least in part,
for the increased cytokine and COX-2 gene expression
observed in the spleen when compared to the liver.
Specific cell populations of spleen and liver are likely to
contribute to observed cytokine expression. Hepatocytes,
the parenchyma cells of the liver, account for 60% of total
liver cells and 80% of the liver's volume [18]. The primary
functions of these cells are exocrine and metabolic in
nature. Although they are capable of functioning as anti-
gen-presenting cells in certain situations, they are not pri-
mary mediators of immune regulation in the liver [19].
Other, nonparenchymal cells of the liver include Kupffer
cells, the resident macrophage, and interstitial dendritic
cell types. Both Kupffer and dendritic cells are capable of
producing proinflammatory cytokines. The macrophage
population of liver (10%) is more than three times larger
than the spleen (3%) [20]. However, the opposite is
observed with respect to dendritic cell populations. In the
spleen, the dendritic cell population is approximately ten
times larger compared to liver [20]. It is possible that den-
dritic cells, which are constitutively activated, might
respond more readily to antigen exposure than macro-
phage cell populations, and as a result, express proinflam-
matory cytokines to a greater extent [21]. These and other
cell types including endothelial and epithelial cells might
also contribute differences in spleen and liver mRNA
expression. Future examination of macrophage responses
at other tissue sites and responses of other cell types is
clearly warranted.
Parthenolide's in vitro effects on mediators of inflamma-
tion including cytokines (TNF-α, IL-1β and IL-6) [5,13],
chemokine (IL-8) [15] and lipid mediators (prostagland-
ins [6,7], COX [4,5] and leukotrienes [4]) have been
extensively studied. Recent research has focused on the
role of transcription factor NF-κB [8,10-12]. Notably,
transcriptional regulation of cytokine genes including
TNF-α [22], IL-6 and IL-8 [23] has been strongly linked to
NF-κB activation. Interestingly, parthenolide has been
shown to inhibit expression of each of these cytokines
[5,13], as well as activation of NF-κB [8,10-12] in cell cul-
ture studies. Parthenolide appears to inhibit NF-κB by tar-
geting the IκB (inhibitor of NF-κB) kinase complex [9]
which might inhibit proinflammatory cytokine and
chemokine gene expression. Relative to other transcrip-
tion factors like CCAAT/enhancer binding protein (C/
EBP)β, NF-κB plays a dominant role in regulation of IL-6
expression in other models of inflammation [24].
COX-2 mRNA expression levels in spleen and liver following  parthenolide and LPS co-treatment Figure 6
COX-2 mRNA expression levels in spleen and liver following 
parthenolide and LPS co-treatment. Mice were treated and 
COX-2 mRNAs analyzed as described in Fig. 2 legend. The 
letter (a) indicates a significant difference compared to vehi-
cle and parthenolide controls. Data are mean ± SEM (n = 16, 
controls n = 4), and is a combination of 4 separate 
experiments.Journal of Inflammation 2005, 2:6 http://www.journal-inflammation.com/content/2/1/6
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In contrast to the observed effects of LPS and parthenolide
co-treatment on IL-6 production and gene expression, no
inhibitory effect was observed for TNF-α. Although NF-κB
has been implicated in the transcriptional regulation of
TNF-α, the functional concert of NF-κB with other tran-
scription factors such as activator protein (AP)-1 [25] and
C/EBPβ (reviewed by [26]) may override the importance
of NF-κB in LPS-induced TNF-α expression. The dual
pathway of NF-κB and AP-1 has been shown to enhance
production of some proinflammatory cytokines, notably
TNF-α [27]. Parthenolide inhibits NF-κB, but has no effect
on AP-1 [11]. Therefore, the expression of TNF-α may be
compensated for by transcriptional activation by AP-1.
Similar to the effects observed for TNF-α mRNA expres-
sion, there were no significant changes in COX-2 mRNA
expression of LPS versus LPS plus parthenolide co-treated
animals. Hwang et al. [5] demonstrated the inhibitory
effects of parthenolide on LPS-induced COX-2 protein
and mRNA, however, those studies employed cultured
alveolar macrophage cells rather than an in vivo model as
described here. No other studies have directly evaluated
the effect of parthenolide on COX-2 mRNA. The COX-2
gene is regulated by a number of transcription factors
including NF-κB, C/EBPβ and AP-1 as well as cAMP
response element-binding protein (CREB) and others.
Site-directed mutagenesis studies of basal COX-2 expres-
sion in murine lung tumor derived cell lines highlight the
role of C/EBPβ and CREB as major transcriptional regula-
tors of COX-2 [28], whereas NF-κB appeared to have no
role in COX-2 transcriptional regulation using this model.
Thus the lack of inhibitory effect on COX-2 mRNA expres-
sion might be explained, in part, by the limited role of NF-
κB in COX-2 transcriptional regulation.
IL-1β mRNA expression followed a different pattern than
the other two cytokines. IL-6 was decreased and TNF-α
was unchanged, while IL-1β levels were increased follow-
ing co-treatment with LPS and parthenolide. Although IL-
1β is also transcriptionally regulated by NF-κB [22,25]
and C/EBPβ (reviewed by [29]), similar to IL-6 and TNF-
α, it might be differentially regulated in response to LPS.
In support of this hypothesis, in vivo studies by Zhou et
al. [30] show that mRNA levels of IL-1β in the spleen are
not affected under conditions of LPS tolerance whereas
both TNF-α and IL-6 are reduced.
Conclusion
In summary, parthenolide selectively modulated proin-
flammatory cytokine gene expression in vivo. Only one
gene, IL-6, was modestly suppressed which contrasts with
many in vitro studies suggesting anti-inflammatory effects
of this compound. It is possible that the differences in
metabolism and/or distribution of parthenolide could
explain contrasting in vivo and in vitro results. LPS also
exerted greater effects in spleen than liver on expression of
proinflammatory genes. Higher doses of parthenolide
might have greater effects on IL-6 but there are solubility
issues relative to delivery. In addition, the physiological
significance of greater doses would be questionable.
Further study of the effects of parthenolide and other
herbal constituents on inflammatory gene expression
using model animal systems as described here are critical
to evaluating efficacy of such supplements as well as elu-
cidating their mechanisms of action.
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